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Table S1 Called nucleosome counts for Fig. 1B 

Nucleosome GAL_WT GLU_yta7- GAL_Yta7oe 

-1 6016 6036 5926 

+1 6159 6238 6122 

+2 5681 5742 5623 

+3 5160 5235 5083 

+4 4630 4711 4547 

+5 4140 4240 4061 

+6 3716 3823 3616 

 

Table S2 Called nucleosome counts for Fig. 4C 

Nucleosome GLU_WT GLU_rtt106Δyta7- GLU_yta7- GLU_rtt106Δ 

-1 6051 5945 6036 6005 

+1 6279 6191 6238 6216 

+2 5783 5691 5742 5721 

+3 5248 5158 5235 5170 

+4 4713 4635 4711 4640 

+5 4209 4163 4240 4154 

+6 3798 3717 3823 3696 

 

Table S3 Yeast strains used 

Strain Genotype Source 

W303-1a MATα ade2-1; can1-100; his3-11; leu2-3,112; trp1-1; ura3-1 (alias JRY3009) R. Rothstein (Columbia U) 

JRY7972 MATα HTZ1-FLAG::kanMX  Babiarz et al., 2006 

JRY8689 MATα HTZ1-FLAG::kanMX YTA7-TAP::TRP1  Lombardi et al., 2011 

JRY9216 MATα HTZ1-FLAG::kanMX HIS3MX-pGAL1::YTA7-TAP::TRP1  Lombardi et al., 2011 

JRY9435 & 9436 MATα HTZ1-FLAG::kanMX rtt106Δ::natMX This study 

JRY9437 & 9438 MATα HTZ1-FLAG::kanMX rtt106Δ::natMX HIS3MX-pGAL1::YTA7-TAP::TRP1  This study 

 


