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Cover photo: Each micro-
graph shows colonies of
one wild isolate of Saccha-
romyces paradoxus grow-
ing on solid medium in

a pseudohyphal/invasive
morphology, characterized
by feathery filament exten-
sions, or non-invasive mor-
phology. Pseudohyphal/
invasive strains each harbor
a distinct rare allele of ei-
ther the yeast regulator
IRA1 or its paralog IRA2,
which underlie common
variation and morphology
and fitness traits in the

S. paradoxus population.
Artwork courtesy of Jeremy
Roop. See Roop and Brem,
GENETICS 195:513-525.
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