A. Albrechtsen et al. 7SI

IBD after 50 generations IBD after 100 generations
0 @
g - Balancing g - Balancing
Neutral Neutral
—— Mean balacing —— Mean balacing
e —— Mean neutral ~ —— Mean neutral
o 4 o 4
o o
© ©
S 4 S 4
o o
(=] o
£ =
5] 5
5 g ] 84
a ° a ©
8 8
Lo Q
= 3 | = 3
o o
e @
o o 4
o =}
M e e e 8
o - o
S (=
T T T T T T T T T T
-4 B 0 2 4 -4 -2 0 2 4
Position around the mutation under selection (Mb) Position around the mutation under selection (Mb)
IBD after 200 generations IBD after 500 generations
® . « ;
g - Balancing g -1 Balancing
Neutral Neutral
—— Mean balacing —— Mean balacing
3 —— Mean neutral - ~—— Mean neutral
o o
(= o
© ©
o (S
o o
(=] o
£ £
I 5
5 g 8-
a ° a °
c [
] 3
sz 3 | = 3
o o
fard @
o [
o o
N o
S 4 S -
o o
T T T T T T T T T T
-4 -2 0 2 4 -4 -2 0 2 4
Position around the mutation under selection (Mb) Position around the mutation under selection (Mb)

FIGURE S6.—Simulation of balancing selection. Shown is the mean posterior probability of IBD sharing after 50, 100, 200,
and 500 generations in simulations with strong balancing selection (s=0.01,h=10) on an existing allele of frequency 0.1. Ten
simulations were performed, each of a 10Mb region. Only the region around the mutation is shown. For comparison the mean
posterior probability of IBD sharing for simulations without selection are also shown. The neutral simulations were performed on
the same haplotypes that were used as a starting point for the simulations with selection. The thin lines show each simulation
while the thick lines shows the mean of the 10 simulations. The red lines are the simulations with selection and the blue lines the
simulations without selection.



