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Figure 4   The genetic affinity of East Asian and Siberian populations to the Nganasan and the 759 
Itelmen, respectively, measured by Patterson’s D(Yoruba, X; Nganasan, Itelmen). Horizontal 760 
bars around the value represent ± 3 standard deviations. 761 
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Figure 5   A summary of competing scenarios for the observed excess affinity of the Ainu with 764 
northeast Siberians. (A) “Scenario 1” proposes a shared ancestry between the Ainu and northeast 765 
Siberians. (B) “Scenario 2” proposes a later gene flow between the Ainu and northeast Siberians. 766 


